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Short read single cell RNA-Seq Long read single cell RNA-Seq

» 3’to 5’ short reads » Full-length long reads

» Gene expression information only » Get the full-length information of

» Unable to analyze the differences in MRNA

the isoform between cells » Analyze different mRNA isoform,

alternative splicing, fusion genes, etc.
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ShiT. et al., “Characterisation of Single Cell full-length transcriptomics in human and mouse samples with short and long read sequenc-
ing” Novogene single cell poster, 2023
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